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RESULT 1 
BTCLAB 

bont oxi I ysi n ( EC 3. 4. 24. 69) A pr ecur sor - Q ost r i di um bot ul i num 
N; Alternate narres: bot ul i num neur ot oxi n type A 
C; Spec! es: 0 ost r i di um bot ul i num 

C;Date: 31-^/br- 1993 #sequence_r evi si on 31 - l\/br - 1 993 #text_change 09-Jul-2004 
C; Access! on: A35294; S09492; S68220; A33401 ; A53884; A60025; A27000 
R; Bi nz, T. ; Kurazono, H. ; Wile, M; Fr evert, J.; V\fernars, K. ; Ni enrann, H. 
J. Biol. Chem 265, 9153-9158, 1990 

A; Ti 1 1 e: The conpl et e sequence of bot ul i num neur ot oxi n t ype A and conrpar i son wi t h 
other clostridial neurotoxins. 

A; Ret er ence nunter : A35294; MJI D: 90264400; PM D: 21 60960 
A; Accessi on: A35294 
A; IVbl ecul e t ype: DMA 
A; Resi dues: 1-1296 <BI N> 

A; Cross-references: UNI PROT: P10845; UNI PARC: UPl 0000001386; GB:I\^0196; NID:g1 44864; 

PI DN: AAA23262. 1 ; PI D: g1 44865 

A; Exper i nent al source: strain 62A, subtype A 

R;Thonpson, D. E. ; Brehni J. K. ; Cultrarri J. D. ; Swi nf i el d, T. J.; Shone, C. C. ; 
Atkinson, T. ; IVbl I i ng, J.; M nt on, N. P. 
Eur. J. Bi ochem 189, 73-81, 1990 

A; Ti 1 1 e: The conpl et e am no aci d sequence of t he 0 ost r i di um bot ul i num t ype A 
neurotoxin, deduced by nucleotide sequence analysis of the encoding gene. 
A; Ret er ence nunter : S09492; MJI D: 90235864; PM D: 21 85020 
A; Accessi on: S09492 
A; Msl ecul e t ype: DNA 

A; Resi dues: 1 , ' Q , 3- 26, ' V , 28-1296 <THQ> 

A; Cross-references: UNI PARC: UPl 000003409 D; ElVBL: X52066; NI D: g40381 ; PI DN: CAA36289. 1 ; 
PI D: g40382 

A; Exper i n^nt al source: NCTC 2916 

R; Fuj i t a, R. ; Fuj i naga, Y. ; I noue, K. ; Nakaj i rra, H. ; Kurron, H. ; Ggurra, K. 
FEBS Lett . 376, 41-44, 1995 

A; Title: IVbl ecul ar characterization of two forrrs of nont oxi c- nonherraggl ut i ni n 

conponent s of 0 ost r i di um bot ul i num t ype A pr ogeni t or t oxi ns. 

A; Ret er ence nunter : S67988; MJI D: 96096783; PM D: 8521 962 

A; Accessi on: S68220 

A; St at us: pr el i m nar y 

A; MdI ecul e t ype: DNA 

A; Resi dues: 1-12 <FUJ> 

A; Cross- ret erences: UNI PARC: UPl 0000173655; ElVBL: D67030; DDBJ:D50421; NID:g21 60224 

R; Bet ley, MJ.; Soners, E. ; DasOipt a, B. R. 

Bi ochem Bi ophys. Res. Comnjn. 162, 1388-1395, 1989 

A; Title: Char act er i zat i on of bot ul i num t ype A neur ot oxi n gene: del i neat i on of the 
N-termnal encoding region. 

A; Ref er ence nurrber : A33401 ; MJI D: 89350959; PM D: 2669749 
A; Accessi on: A33401 
A; IVbl ecul e t ype: DNA 
A; Resi dues: 1-35 <BET> 

A; Q- OSS- ref erences: UNI PARC: UPl 00001 6 EA84; GO: l\^7892; NID:g1 44880; PI DN: AAA23269. 1 ; 

PI D: g551776 

R;QnBnez, J. A.; DasQupta, B. R 
J. Protein Chem 12, 351-363, 1993 

A; Title: Bot ul i num t ype A neur ot oxi n di gest ed wi t h pepsi n yi el ds 132, 97, 72, 45, 

42, and 18 kD f ragnents. 

A; Ref er ence nunter : A53884; MJI D: 94000342; PM D: 8397793 

A; Accessi on: A53884 
A; St at us: pr el i m nar y 
A; IVbl ecul e type: protein 

A; Resi dues: 867-880; 1148-1217, ' Y , 1219 <Q M> 

A; Cr OSS- r ef er ences: UNI PARC: UPl 00000BBB24; UNI PARC: UPl 0000173656 
A; Exper i nBnt al source: strain Hall 

A; Note: sequence extracted fromNCBI backbone ( NCBI P: 139159) ; sequence modified 
after ext r act 1 on f r om NCBI backbone 
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R; DasQupt a, B. R. ; Dekl eva, M L. 
Bi ochi ni e 72, 661-664, 1990 

A; Ti 1 1 e: Bot ul i num neur ot oxi n t ype A: sequence of arri no aci ds at t he N- 1 erni nus and 
ar ound t he ni cki ng si t e. 

A; Reference nunter: A60025; MJI D: 91 120847; PMD:2126206 

A; Accessi on: A60025 

A; IVbl ecul e type: protein 

A; Residues: 2- 6; 445- 453, ' X' , 455- 457 <DAS1> 

A; Q- OSS- references: UNI PARC: UPl 00001 73657; UNI PARC: UPl 00001 73658 
RDasQjpta, B. R. ; Foley, J.; Niece, R 
Bi ocheni st ry 26, 4162, 1987 

A; Title: Partial sequence of the light chain of bot ul i num neur ot oxi n type A. 

A; Reference nunber : A27000 

A; Accessi on: A27000 

A; MdI ecul 8 t ype: protein 

A; Residues: 2-47 <DAS2> 

A; Cross- ref erences: UNI PARC: UPl 0000173659 

R; Bi nz, T. ; BI asi , J.; Yamasaki , S. ; Baurmei st er , A; Link, E. ; Suedhof , T. C. ; Jahn, 
R. ; Ni emann, H. 

J. Biol. Chem 269, 1617- 1620, 1994 

A; Ti 1 1 e: Pr ot eol ysi s of SNAP- 25 by t ypes E and A bot ul i nal neur ot oxi ns. 
A; Ref erence nunter : A49708; MJI D: 941 24495; PM D: 8294407 
A; Contents: annotation 

C; ConTTBnt : Bot ul i num neur ot oxi ns i nhi bi t neur ot r ansni 1 1 er r el ease f r cm chol i ner gi c 
synapses. This toxin is activated by cleavage into two chains linked by a disulfide 
bond. 

C; C^net i cs: 

A; C^ne: atx; bot A 

C; Funct i on: 

A; Descr i pt i on: catalyzes hydrolysis of an Asn-Arg peptide bond in 
synapt osonnl - associ at ed 25K protein (SNAP- 25) 
C; Super f am I y: tetanus toxin 

QKeywords: di sul f i de bond; hydrolase; met al I opr ot ei nase; neurotoxin; t r ansnBntr ane 

pr ot ei n; zi no 

F; 2- 444/ Pr oduct : bontoxilysin Alight chain #st at us experin^ntal <LGHT> 
F; 445- 1296/ Pr oduct : bontoxilysin A heavy chain #st at us experin^ntal <HVY> 
F; 223, 227/ Bi ndi ng site: zinc (His) #st at us predicted 
F; 224/ Active site: Qu #st at us predicted 

Query N/btch 98.4% Score 4470.5; DB 1 ; Length 1296; 

Best Local Sirrilarity 99.3% Pred. No. 3. 6e-218; 

l\/btches 865; Conservative 0; MsrrHtches 3; I ndel s 3; C^ps 1; 

IVEFVNKQFNYKDPVNGVDI AYI Kl PNAQCMPVKAFKI HNKI W/l PERDTFTNPEEGDLN 60 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 



I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
PPPEAKCVPVSYYDSTYLSTDNEKDNYLKG\n-KLFERI YSTDLGRVLLTSI VRGI PFW33 

STI DTELKVI DTNCI NVI CPDGSYRSEELNLVI I GPSADI I CFECKSFGHEVLNLTRNGY 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
STI DTELKVI DTNCI NVI CPDGSYRSEELNLVI I GPSADI I CFECKSFQHEVLNLTRNG/ 

GSTQYI RFSPDFTFGFEESLEVDTNPLLG^GKFATDPAVTLAHELI HAGHRLYGI Al NPN 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
GSTQYI RFSPDFTFGFEESLEVDTNPLLG^GKFATDPAVTLAHELI HAQHRLYQ Al NPN 

RVFKV^r^NAYYE^/BGLEVSFEELR^FGGHDAKFI DSLQENEFRLYYYNKFKDI ASTLNKA 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
RVFKVNTTNAYYEIVBGLEVSFEELRTFGGHDAKFI DSLQENEFRLYYYNKFKDI ASTLNKA 
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CV 301 KSI VG^TASLQY^/KNVFKEKYLLSEDTSGKFSVDKLKFDKLYK^/LTEI YTEDNFVKFFKV 360 

Db 301 KSI VGTTASLciLkNVFKEKYLLSEDTSci^^ WeDNFVKFFKV 360 

CV 361 LNRKTYLNFDKAVFKI Nl VPKVNYTI YDGFNLFiNfTNLAANFNQCNTEl NNMMFTKLKNFT 420 

Db 361 LNR^YLNFDKAVFKI Nl VPKVNYtI YDGFNLrJtNLMNFNQOWEI NnLnFTKLKNFT 420 

CV 421 GLFEFYKLLCVRGI I TSKTKSLDDDDKG/NKALNDLCI KVNNWLFFSPSEDNFTNDLNK 480 

Db 421 Q_FEFYKLLCVRGI I TSKTKSL- - - DKg!/nI<ALNDLCI KVNnIaDLFFSPSEDNFTNDLNK 477 

CV 481 GEEI TSDTNI EAAEENI SLDLI CO/YLTFNFDNEPENI SI ENLSSDI I QQLEL^/PNI ERF 540 

y m mi m mmmi y mi \ mn^ ^ =37 

CV 541 PNGKKYELDKYTIVFHYLRAQEFEHGKSRI ALTNSVNEALLNPSRVYTFFSSDYVKKVNKA 600 

Db 538 PNliKYELDKYrlvFHYLR^IiFEHGk^ ALTNSVNEALLNPSRWrFFSSDWK^^ 597 

CV 601 TEAAM^LQAX/EaVYDFTDETSEVSTTDKI ADI Tl I I PYI GPALNI GNM_ YKDDFVG'M I 660 

I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 598 TEAAM^LOAX/EaVYDFTDETSEVSTTDKI ADI Tl I I PYI GPALNI GNM_ YKDDFVGM I 657 

CV 661 FSG^VI LLEFI PEI Al PVLGTFALVSYI ANKVLTVOTI DNALSKRNEKVCEVYKYI VTNW 720 

m m \k\ ki mvm mm mMm\^\ 1VLU717 

CV 721 LAKVNrra DLI RKKVKEALENCAEATKAI I NYCMMChTEEEKNNI NFNI DDLSSKLNESI 780 

7,8 Lmy ymirnvw i Liymmi l^li mm m 

CV 781 NKAM Nl NKFLNQCSVSYLMMSM PYGVKRLEDFDASLKDALLKYI YDNRGTLI QCVDRL 840 

778 m y uiLLMiikVLiwi tva/kiik^y^LkLJ^LLW 

CV 841 KDKVN^LSTDI PFaSKYVDNCRLLSTEEE 871 

I I I I I I I I I I I I I I I I I I I I I I M M I I I 

Db 838 KDKVNNTLSTDI PFaSKYVDNQRLLSTFTE 868 
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